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Comparison between mRNA and protein clusters
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Protein correlations, SCoPE-MS
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Clustergrams of pairwise
correlations between mRNAs with
2.5 or more reads per cell as
quantified by inDrop and proteins
quantified by SCoPE-MS in 12 or
more single mouse embryoid body
cells.

Overlap between mRNA and
protein clusters indicates similar
clustering patterns.

Concordance between single cell mMRNA and
protein correlations suggests covariation for

certain cellular functions
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SCoPE-MS is broadly applicable to measuring proteome configurations of single
cells and linking them to functional phenotypes, such as cell type and

differentiation potentials.
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