
AMINO ACID BIOSYNTHESIS

ADE3

ARG5%2C6

ARO1

ECM17

GCN2

GCN4

HOM2

HOM3

HOM6

MIS1

ORT1

PRO1

YHR033W

AROMATIC AMINO ACID FAMILY BIOSYNTH-
ESIS

ARO1

ARO2

ARO3

ARO4

ARO7

TRYPTOPHAN BIOSYNTHESIS

PRS1

PRS2

PRS3

PRS4

PRS5

TRP1

TRP2

TRP3

TRP4

TRP5

TYROSINE BIOSYNTHESIS

TYR1

PHENYLALANINE BIOSYNTHESIS\, PREPHE-
NATE PATHWAY

PHA2

AROMATIC AMINO ACID FAMILY BIOSYNTH-
ESIS\, SHIKIMATE PATHWAY

ARO1

TYROSINE BIOSYNTHESIS

TYR1

L-PHENYLALANINE BIOSYNTHESIS

PHA2

PHENYLALANINE BIOSYNTHESIS\, PREPHE-
NATE PATHWAY

PHA2

ASPARAGINE BIOSYNTHESIS

ASN1

ASN2

YML096W

LYSINE BIOSYNTHESIS

LYS1

LYS14

LYS2

LYS20

LYS21

LYS4

LYS5

LYS9

LYSINE BIOSYNTHESIS VIA AMINOADIPIC-

ACID

LYS1

LYS14

LYS2

LYS20

LYS21

LYS4

LYS5

LYS9

METHIONINE BIOSYNTHESIS

ADE3

CBF1

HOM2

HOM6

MET1

MET10

MET14

MET16

MET17

MET2

MET22

MET28

MET3

MET30

MET4

MET6

MET8

MIS1

STR2

STR3

YDR248C

YFR055W

YLL058W

YML082W

THREONINE BIOSYNTHESIS

CTR86

HOM2

HOM3

HOM6

THR1

THR4

BRANCHED CHAIN FAMILY AMINO ACID BI-
OSYNTHESIS

BAT1

BAT2

ILV1

ILV2

ILV3

ILV5

ILV6

ISOLEUCINE BIOSYNTHESIS

HOM6

ILV1

MMF1

LEUCINE BIOSYNTHESIS

LEU1

LEU2

LEU3

LEU4

LEU9

ARGININE BIOSYNTHESIS

ARG1

ARG2

ARG3

ARG4

ARG5%2C6

ARG8

CPA1

CPA2

ECM40

ORT1

URA2

GLUTAMATE BIOSYNTHESIS

ACO1

CIT1

CIT2

GDH1

GDH3

GLT1

IDH1

IDH2

IDP1

IDP2

MEU1

PUT1

PUT2

GLUTAMINE BIOSYNTHESIS

GLN1

PROLINE BIOSYNTHESIS

PRO1

PRO2

PRO3

PUT2

YHR033W

HISTIDINE BIOSYNTHESIS

ADE3

BAS1

HIS1

HIS2

HIS3

HIS4

HIS5

HIS6

HIS7

MIS1

PHO2

PRS1

PRS2

PRS3

PRS4

PRS5

BETA-ALANINE BIOSYNTHESIS

ALD2

ALD3

ORNITHINE BIOSYNTHESIS

ARG5%2C6

ARG8

SERINE FAMILY AMINO ACID BIOSYNTHES-
IS

SER1

SER2

SER3

SER33

CYSTEINE BIOSYNTHESIS

CYS3

CYS4

MET10

MET14

MET16

MET17

MET28

MET3

MET30

MET4

YGR012W

CYSTEINE BIOSYNTHESIS FROM SERINE

CYS4

YGR012W

CYSTEINE BIOSYNTHESIS VIA CYSTATHIO-
NE

CYS4

GLYCINE BIOSYNTHESIS

AGX1

DFR1

GLY1

L-SERINE BIOSYNTHESIS

FDH1

LPD1

SER1

SER2

SER3

SER33

YGL185C

YNL274C

YPL113C

SULFUR AMINO ACID BIOSYNTHESIS

MET13

MET28

CYSTEINE BIOSYNTHESIS

CYS3

CYS4

MET10

MET14

MET16

MET17

MET28

MET3

MET30

MET4

YGR012W

CYSTEINE BIOSYNTHESIS FROM SERINE

CYS4

YGR012W

CYSTEINE BIOSYNTHESIS VIA CYSTATHIO-
NE

CYS4

METHIONINE BIOSYNTHESIS

ADE3

CBF1

HOM2

HOM6

MET1

MET10

MET14

MET16

MET17

MET2

MET22

MET28

MET3

MET30

MET4

MET6

MET8

MIS1

STR2

STR3

YDR248C

YFR055W

YLL058W

YML082W

PHOSPHATIDYLETHANOLAMINE BIOSYNTHES-
IS

EKI1

MUQ1

SFK1

STT4

TRYPTOPHAN BIOSYNTHESIS

PRS1

PRS2

PRS3

PRS4

PRS5

TRP1

TRP2

TRP3

TRP4

TRP5

POLYAMINE BIOSYNTHESIS

SPE1

SPERMIDINE BIOSYNTHESIS

SPE2

SPE3

SPERMINE BIOSYNTHESIS

SPE2

SPE4
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